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TRANSLATED PROTEIN - NUCLEOTIDE 65 TO 598 

1 AATTCGGTACGAGGCTGGGGTTCAGGCGGGCAGCAGCTGCAGGCT 

46 GACCTTGCAGCTTGGCGGAATGGACTGGCCTCACAACCTGCTGTT 

Me t AspTrpPr oHi s AsnLeuLeuPh 

9 1 TCTTCTTACCATTTCCATCTTCCTGGGGCTGGGCAGCCAGGAGCC 
eLeuLeuThrlleSerllePheLeuGlyLeuGlySerGlnGluPr 

136 CCAAAAGCAAGAGGAAGGGGCAAGGGCGGCCTGGGCCCTGGCCTG 
oGlnLysGlnGluGluGlyAlaArgAlaAlaTrpAlaLeuAlaTr 

181 GCCTCACCAGGTGCCACTGGACCTGGTGTCACGGATGAAACCGTA 
pProHisGlnValProLeuAspLeuValSerArgMetLysProTy 

226 TGCCCGCATGGAGGAGTATGAGAGGAACATCGAGGAGATGGTGGC 
rAlaArgMetGluGluTyrGluArgAsnlleGluGluMetValAl 

271 CCAGCTGAGGAACAGCTCAGAGCTGGCCCAGAGAAAGTGTGAGGT 
aGlnLeuArgAsnSerSerGluLeuAlaGlnArgLysCysGluVa 

316 CAACTTGCAGCTGTGGATGTCCAACAAGAGGAGCCTGTCTCCCTG 
lAsnLeuGlnLeuTrpMetSerAsnLysArgSerLeuSerProTr 

361 GGGCTACAGCATCAACCACGACCCCAGCCGTATCCCCGTGGACCT 
pGlyTyrSerlleAsnHisAspProSerArglleProValAspLe 

406 GCCGGAGGCACGGTGCCTGTGTCTGGGCTGTGTGAACCCCTTCAC 
uProGluAlaArgCysLeuCysLeuGlyCysValAsnProPheTh 

451 CATGCAGGAGGACCGCAGCATGGTGAGCGTGCCGGTGTTCAGCCA 
rMetGlnGluAspArgSerMetValSerValProValPheSerGl 

496 GGTTCCTGTGCGCCGCCGCCTCTGCCCGCCACCGCCCCGCACAGG 
nValProValArgArgArgLeuCysProProProProArgThrGl 

541 GCCTTGCCGCCAGCGCGCAGTCATGGAGACCATCGCTGTGGGCTG 
yProCysArgGlnArgAlaValMetGluThrlleAlaValGlyCy 

586 CACCTGCATCTTCTGAATCACCTGGCCCAGAAGCCAGGCCAGCAG 
sThrCysIlePhe 

63 1 CCCGAGACCATCCTCCTTGCACCTTTGTGCCAAGAAAGGCCTATG 
676 AAAAGTAAACACTGACTTTTGAAAGCAAAAAAACCCCAGGAAGCT 
721 TCGGCTGGGTTCCAGACACATGGAAAACAGACTTCCTGTGCCAGC 
766 GCATGCTGATCCCTTCAGCAGCCGCTTCTCCACCCTTGGGGCTGC 
811 TCTCCAGCACCTGGCAGTGTCCAGAGCGGATAGGGGCGCCGTGTT 
856 TGGTGAATGAGTGCACAGACGCCTCTAGGGGGAGCCCAAGATCTG 
901 CCTCCTGCCTCCCTCTATTATGCCTTCATAGGTGGGTCAGAACAA 
946 AGAATTCCTTATCAACCTCCCGGGTCCCCCACTGCCAATCACCCA 
991 CCTCCATTCTACCCTCTACAGCTGCCCCTTATCCCCCAAAGTCCT 
1036 GAAATTTTGCTTGGGTCACCTGCTCCAGGAGGCAGAGTTCCCATG p\Q 1 
1081 AAGGGTATTAAACGTCTACTACACTGC <3* 
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TRANSLATED PROTEIN - NUCLEOTIDE 92 TO 1123 

1 CAAGCTTGAGAGCAACACAATCTATCAGGAAAGAAAGAAAGAAAA 
46 AAACCGAACCTGACAAAAAAGAAGAAAAAGAAGAAGAAAAAAAAT 

91 CATGAAAACCATCCAGCCAAAAATGCACAATTCTATCTCTTGGGC 
MetLysThrlleGlnProLysMetHlsAsnSerlleSerTrpAl 

13 6 AATCTTCACGGGGCTGGCTGCTCTGTGTCTCTTCCAAGGAGTGCC 
allePheThrGlyLeiiAlaAlaLeuCysLeuPheGlnGlyValPr 

181 CGTGCGCAGCGGAGATGCCACCTTCCCCAAAGCTATGGACAACGT 
oValArgSerGlyAspAlaThrPheProLysAlaMetAspAsnVa 

226 GACGGTCCGGCAGGGGGAGAGCGCCACCCTCAGGTGCACTATTGA 
IThrValArgGlnGlyGluSerAlaThrLeuArgCysThrlleAs 

271 CAACCGGGTCACCCGGGTGGCCTGGCTAAACCGCAGCACCATCCT 
pAsnArgValThrArgvalAlaTrpLeuAsnArgSerThrlleLe 

316 CTATGCTGGGAATGACAAGTGGTGCCTGGATCCTCGCGTGGTCCT 
uTyrAlaGlyAsnAspLysTrpCysLeuAspProArgValValLe 

361 TCTGAGCAACACCCAAACGC AGTAC AGC ATCGAGATCCAGAACGT 
uLeuSerAsnThrGlnThrGlnTyrSerlleGluIleGlnAsnVa 

406 GGATGTGTATGACGAGGGCCCTTACACCTGCTCGGTGCAGACAGA 
lAspValTyrAspGluGlyProTyirThrCysSerValGlnThrAs 

451 CAACCACCCAAAGACCTCTAGGGTCCACCTCATTGTGCAAGTATC 
pAsnHisProLysThrSerArgValHisLeuIleValGlnValSe 

496 TCCCAAAATTGTAGAGATTTCTTCAGATATCTCCATTAATGAAGG 
rProLysIleValGluIleSerSerAspIleSerlleAsnGluGl 

541 GAACAATATTAGCCTCACCTGCATAGCAACTGGTAGACCAGAGCC 
yAsnAsnlleSerLeuThrCysIleAlaThrGlyArgProGluPr 

586 TACGGTTACTTGGAGACAC ATCTCTCCC AAAGCGGTTGGCTTTGT 
oThrValThrTrpArgHisIleSerProLysAlaValGlyPheVa 

631 GAGTGAAGACGAATACTTGGAAATTCAGGGCATCACCCGGGAGCA 
1 SerGluAspGluTyr LeuGluI 1 eGlnGly I 1 eThr ArgGluGl 

676 GTCAGGGGACTACGAGTGCAGTGCCTCCAATGACGTGGCCGCGCC 
nSerGlyAspTyrGluCysSerAlaSerAsnAspValAlaAlaPr 
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721 CGTGGTACGGAGAGTAAAGGTCACCGTGAACTATCCACCATACAT 
oValValArgArgValLysValThrValAsnTyrProProTyrll 

766 TTCAGAAGCCAAGGGTACAGGTGTCCCCGTGGGACAAAAGGGGAC 
eSerGluAlaLysGlyThrGlyValProValGlyGlnLysGlyTh 

8 11 ACTGCAGTGTGAAGCCTCAGCAGTCCCCTCAGCAGAATTCCAGTG 
rLeuGlnCysGluAlaSerAlaValProSerAlaGluPheGlnTr 

856 GTACAAGGATGACAAAAGACTGATTGAAGGAAAGAAAGGGGTGAA 
pTyrLysAspAspLysArgLeuIleGluGlyLysLysGlyValLy 

901 AGTGGAAAACAGACCTTTCCTCTCAAAACTCATCTTCTTCAATGT 
sValGluAsnArgProPheLeuSerLysLeuIlePhePheAsnVa 

946 CTCTGAACATGACTATGGGAACTACACTTGCGTGGCCTCCAACAA 
1 SerGluHi sAspTyrGlyAsnTyrThrCy sValAlaSer AsnLy 

991 GCTGGGCCACACCAATGCC AGCATCATGCTATTTGGTCCAGGCGC 
sLeuGlyHisThrAsnAlaSerlleMetLeuPheGlyProGlyAl 

1036 CGTCAGCGAGGTGAGCAACGGCACGTCGAGGAGGGCAGGCTGCGT 
aValSerGluValSerAsnGlyThrSerArgArgAlaGlyCysVa 

1081 CTGGCTGCCGCCTCTTCTGGTCTTGC ACCTGCTTCTC AAATTTTG 
lTrpLeuProProLeuLeuValLeuHisLeuLeuLeuLysPhe 

1126 ATGTGAGTGCCACTTCCCCACCCGGGAAAGGCTGCCGCCACCACC 
1171 ACCACCAACACAACAGCAATGGCAACACCGACAGCAACCAATCAG 
1216 ATATATACAAATGAAATTAGAAGAAACACAGCCTCATGGGACAGA 
1261 AATTTGAGGGAGGGGAACAAAGAATACTTTGGGGGGAAAAGAGTT 
1306 TTAAAAAAGAAATTGAAAATTGCCTTGCAGATATTTAGGTACAAT 
1351 GGAGTTTTCTTTTCCCAAACGGGAAGAACACAGCACACCCGGCTT 
1396 GGACCCACTGCAAGCTGCATCGTGCAACCTCTTTGGTGCCAGTGT 
1441 GGGCAAGGGCTCAGCCTCTCTGCCCACAGAGTGCCCCCACGTGGA 
1486 ACATTCTGGAGCTGGCCATCCCAAATTCAATCAGTCCATAGAGAC 
1531 GAACAGAATGAGACCTTCCGGCCCAAGCGTGGCGCTGCGGGCACT 
1576 TTGGTAGACTGTGCCACCACGGCGTGTG 



Fig. 2 (continued) 
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TRANSLATED PROTEIN - FRAME: 3 - NUCLEOTIDE 501 TO 1532 
1 

GCCAGGGAATGCCAGGGGGAAAGGGATTTTCTGATACTCAGAAGA 

46 

CTCAGAGACTGTCAGTTTAAAAAATGAAAGTAATATAGAAGGGGC 

91 

AAAGTGGCATTTATCATTCTATCTCTCCAGGCTCCTGTCTCTTTA 

136 

ATCAGCTAGCCTGATTTGCCCAGTAAATGATTCCTGAGAGTGTGT 

181 

GTGCGTGTGTGTGTGTGTGTGTGCCCGCGCGCGTGTGTTGTAGCT 

226 

CTGTCAATCCTTGGATTAGAACCAATGATTGCAGCTTGTAAGAGG 

271 

GCTGTCCAGGGCCAGATTGTACAATGTGTCTCAGTGCCAGAGTAT 

316 

GAGTGGAGATAATTACGGAGAAGTCATACTCTCTCACACCCTCGG 

361 

CTTTCTTGTTGTGTCCTTCAGCAAAACAGTGGATTTAAATCTCCT 

406 

TGC AC AAGCTTGAGAGC AAC AC AATC TATC AGGAAAGAAAGAAAG 

451 

AAAAAAACCGAACCTGACAAAAAAGAAGAAAAAGAAGAAGAAAAA 

496 

AAATCATGAAAACCATCCAGCCAAAAATGCACAATTCTATCTCTT 
MetLysThrlleGlnProLysMetHisAsnSerlleSerT 

541 

GGGCAATCTTCACGGGGCTGGCTGCTCTGTGTCTCTTCCAAGGAG 
rpAlallePheThrGlyLeixAlaAlaLeuCysLeuPheGlnGlyV 

586 

TGCCCGTGCGCAGCGGAGATGCCACCTTCCCCAAAGCTATGGACA 
alProValArgSerGlyAspAlaThrPheProLysAlaMetAspA 

631 

ACGTGACGGTCCGGCAGGGGGAGAGCGCCACCCTCAGGTGCACTA 
snValThrValArgGlnGlyGluSerAlaThrLeuArgCysThrl 

676 

TTGACAACCGGGTCACCCGGGTGGCCTGGCTAAACCGCAGCACCA 
leAspAsnArgvalThrArgvalAlaTrpLeuAsnArgSerThrl 

721 

TCCTCTATGCTGGGAATGACAAGTGGTGCCTGGATCCTCGCGTGG 
leLeuTyrAlaGlyAsnAspLysTrpCysLeuAspProArgValV 

766 

TCCTTCTGAGCAACACCCAAACGCAGTACAGCATCGAGATCCAGA 
alLeuLeuSerAsnThrGlnThrGlnTyrSerlleGluIleGlnA 

811 

ACGTGGATGTGTATGACGAGGGCCCTTACACCTGCTCGGTGCAGA 
snValAspValTyrAspGluGlyProTyrThrCysSerValGlnT 

856 

CAGACAACCACCCAAAGACCTCTAGGGTCCACCTCATTGTGCAAG 
hrAspAsnHisProLysThrSerArgValHisLeuIleValGlnV 

Fig. 3 
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901 

TATCTCCCAAAATTGTAGAGATTTCTTCAGATATCTCCATTAATG 
alSerProLysIleValGluIleSerSerAspIleSerlleAsnG 

946 

AAGGGAACAATATTAGCCTCACCTGCATAGCAACTGGTAGACCAG 
luGlyAsnAsnlleSerLeuThrCysIleAlaThrGlyArgProG 

991 

AGCCTACGGTTACTTGGAGACACATCTCTCCCAAAGCGGTTGGCT 
luProThrValThrTrpArgHisIleSerProLysAlaValGlyP 

1036 

TTGTGAGTGAAGACGAATACTTGGAAATTCAGGGCATCACCCGGG 
heValSerGluAspGluTyrLeuGluIleGlnGlylleThrArgG 

1081 

AGCAGTCAGGGGACTACGAGTGCAGTGCCTCCAATGACGTGGCCG 
luGlnSerGlyAspTyrGluCysSerAlaSerAsnAspValAlaA 

1126 

CGCCCGTGGTACGGAGAGTAAAGGTCACCGTGAACTATCCACCAT 
laProValValArgArgvalLysValThrValAsnTyrProProT 

1171 

ACATTTCAGAAGCCAAGGGTACAGGTGTCCCCGTGGGACAAAAGG 
yrlleSerGluAlaLysGlyThrGlyValProValGlyGlnLysG 

1216 

GGACACTGCAGTGTGAAGCCTCAGCAGTCCCCTCAGCAGAATTCC 
lyThrLeuGlnCysGluAlaSerAlaValProSerAlaGluPheG 

1261 

AGTGGTACAAGGATGACAAAAGACTGATTGAAGGAAAGAAAGGGG 
InTrpTyrLysAspAspLysArgLeuIleGluGlyLysLysGlyV 

1306 

TGAAAGTGGAAAACAGACCTTTCCTCTCAAAACTCATCTTCTTCA 
alLysValGlxiAsnArgProPheLeuSerLysLeuIlePhePheA 

1351 

ATGTCTCTGAACATGACTATGGGAACTACACTTGCGTGGCCTCCA 
snValSerGluHisAspTyrGlyAsnTyrThrCysValAlaSerA 

1396 

ACAAGCTGGGCCACACCAATGCCAGCATCATGCTATTTGGTCCAG 
snLysLeuGlyHisThrAsnAlaSerlleMetLeuPheGlyProG 

1441 

GCGCCGTCAGCGAGGTGAGCAACGGCACGTCGAGGAGGGCAGGCT 
lyAlaValSerGluValSerAsnGlyThrSerArgArgAlaGlyC 

1486 

GCGTCTGGCTGCCGCCTCTTCTGGTCTTGCACCTGCTTCTCAAAT 
ysValTrpLeuProProLeuLeuValLeuHisLeuLeuLeuLysP 

1531 

TTTGATGTGAGTGCCACTTCCCCACCCGGGAAAGGCTGCCGCCAC 
he 



Fig. 3 (continued) 
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1576 

CACCACCACCAACACAACAGCAATGGCAACACCGACAGCAACCAA 

1621 

TCAGATATATACAAATGAAATTAGAAGAAACACAGCCTCATGGGA 

1666 

CAGAAATTTGAGGGAGGGGAACAAAGAATACTTTGGGGGGAAAAG 

1711 

AGTTTTAAAAAAGAAATTGAAAATTGCCTTGCAGATATTTAGGTA 

1756 

CAATGGAGTTTTCTTTTCCCAAACGGGAAGAACACAGCACACCCG 

1801 

GCTTGGACCCACTGCAAGCTGCATCGTGCAACCTCTTTGGTGCCA 

1846 

GTGTGGGCAAGGGCTCAGCCTCTCTGCCCACAGAGTGCCCCCACG 

1891 

TGGAACATTCTGGAGCTGGCCATCCCAAATTCAATCAGTCCATAG 

1936 

AGACGAACAGAATGAGACCTTCCGGCCCAAGCGTGGCGCTGCGGG 

1981 

CACTTTGGTAGACTGTGCCACCACGGCGTGTG 



Fig. 3 (continued) 
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TRANSLATED PROTEIN - NUCLEOTIDE 529 TO 1026 

1 GCTCTTCCTGAAGGAAGATCCAGTGGCATATCTCCATGGCTGCCA 
46 GAGAGAGTAGAGAAATGGAACTTATCGGTGTCTCTTCAGAAGTTT 
91 TGTTACAAATATCCAGAAATATTTCTATAATCTAATCAGCAGATT 
136 ATGAATATATGCATTAGACTTTAGTTTTGGTGCAATCACATGAAT 
181 TCCATTTTGTGGAGTAAGAGGTGACTGGGGTATAGGGTACAACCC 
226 ATAGCCATCCATGTTCATCTTTGTTTTGAATATAATTGGCTAGAA 
271 GATATACATATATCTATGTAACTTCCTCTAGCATCCTCCAGTATG 
316 GAGGCTGCATTAAGACTGCATGAAGGAGAGGGAGAGAAGGGAGAA 
361 ACAGAGCAGCTGGACAAGAGGACAGGTATAGGGAATAAGGGAGAA 
406 GCCAGTAAGGCAGGAAAGACCCTCCGTGACAAAGGGGCAGGGAAC 
451 AGAACTCAAACATTTAATGGCAGGTAACCCAGGTTAGAATGGTAA 



496 ATTGAAAGGTGAATATAAAGGGAGAATGGTGAAATGAATTTTCTG 

MetAsnSheLeu 



541 AAATTAATTGCTGTGTTTATAGTTTTTAGCCATGCATCGGAATCA 
LysLeuIleAlaValPhelleValPheSerHisAlaSerGluSer 

586 CCTCAGGACTCCACTCCCAATCAATTATATATCTGGGGGAGGACC 
ProGlnAspSerThrProAsnGlnLeuTyrlleTrpGlyArgThr 

631 AAGGCGTTGGTATTTTTCAGAAGCTCCACTGGTGATTCTGACAGC 
LysAlaLeuValPhePheArgSerSerThrGlyAspSerAspSer 

676 ACAGCTAGGATTAAGAAACTGATCAATGGGAACGGCATGCCTGTT 
ThrAlaArglleLysLysLeuIleAsnGlyAsnGlyMetProVal 

721 GCAGAGGAGCTTCCCTGGGAAATGTCACACACAGAACATCAATCT 
AlaGluGluLeuProTrpGlxiMetSerHisThrGluHisGlnSer 

766 TCCTTCCCCACTCCTGAGATCCCTCATTCTTTGGCACCAGGAACA 
SerPheProThrProGluIleProHisSerLeuAlaProGlyThr 

811 GTTGCAATTAGTAAACCCTGGTTCCCTGCTGTCTCACAAATCGCA 
ValAlalleSerLysProTrpPheProAlaValSeirGlnlleAla 

856 AGAGTCCAACGTGTGGATATAAACTTTTGTTCATGGGAGGATCTT 
ArgValGlnArgValAspIleAsnPheCysSerTrpGluAspLeu 

901 TC TCCC AGTGGAAAAGC AAC TGGGAAAAGCAGGAC AC ACTGC AC A 
SerProSerGlyLysAlaThrGlyLysSerArgThrHisCysThr 

946 GTGACTGCAGTTTCATCCAATGCCACCACCCATGCAGGCATAAAT 
ValThrAlaValSerSerAsnAlaThrThrHisAlaGlylleAsn 

991 AATGAACATGGATGGGGGAGTCTGGAGCTGCTGAATTGAGGAAGA 
AsnGluHisGlyTrpGlySerLeuGluLeuLeuAsn 

1036 AAGAACACAGAAATTAAAATTCTCACAAAGGTTACCATTAAGCTA 

1081 GAGGAAGACCACACCACTGTGTGTCCACAAAGATACAGAGCCAGG 

1126 CCGGGTTCAGCCATGCTGGTCATCTGCTCTATATAATACAATTAT 

1171 TTAGAGATGGTGGGTAGAGAACAACTACAGAAAAAAAAAAAAAAA Pin A 

1216 AAAAAAAAAAAAA 
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TRANSLATED PROTEIN - NUCLEOTIDE 410 TO 889 

1 AC6CGTCACATAAAGGAAAGATACGTTTTAATCATCTTTACAAGT 
46 GCGTCCTTGTACCTTTCGGGATAACCTGTACTGATTTCTCTGCAG 
91 GACCTTTTCAAAGAATCCTCTTCAAGAGAGAAACAJ^ATTTTAGGC 
136 TGACGACTTCACGGAGAGGCAGGTTCTGCTGTTGCCAATGAACGA 
181 GAACTTTCTACTAGGCTGGCGGCATGCAGAGCCCACGTCTGTCAG 
226 CTGCC ACCTTCGTAAAGCACACGTTTCACATGCATGAGCTCGAGT 
271 GGCTAGAACTTCAAAACTGTGCTCAGGTTTTTGTTTTGGAAGTTA 
316 TAAAAAAGTTGCTCACAAACAATAGTTATTGCCTTTTATATCTTT 
361 TATGTTAGTCTACTAGTCAGCATTCTGCCCAAAATGGAAAGCCAC 

406 TCCCATGGGAAGGGAGGGGGTAGCAGCTGGGAGTCTGCTCTTCCA 
MetGlyArgGluGlyValAlaAlaGlySerLeuLeuPheGl 

451 GCTGGGGGCCCTCCCACCCCCATGGGGAGGAAAGACGTCAAGCTC 
nLeuGlyAlaLeuProProProTrpGlyGlyLysThrSerSerSe 

496 CAGCCACTGGCCCCGGTGGGTCCCAAAGCCCCACCCCTCATGCTC 
rSerHisTrpProArgTrpValProLysProHisProSerCysSe 

541 TCCTCTGGTCACCTCTATTTACGCTCACATGCCCCTTCCTGTCCT 
rProLeuValThrSerlleTyrAlaHisMetProLeuProValLe 

586 TCACCTGCACGTCACCAGC AGGTCCCGCCAACCCCAAATCTATCT 
uHisLeuHisValThrSerArgSerArgGlnProGlnlleTyrLe 

631 GGTGAAAACCTGGAGAACAAGAGCGGAGTCTAAGAGAGATGTAAA 
TiValLysThrTrpArgThrArgAlaGluSerLysArgAspValAs 

676 TGAAAACACAGATCAACAGACACACCAGAAGGGAAGCGTTGTTTC 
nGluAsnThrAspGlnGlnThrHisGlnLysGlySerValValSe 

721 CGCGGGGAAAGGAGATGGAAAGGGGAAGAGAAGTGAAGAATTCTG 
rAlaGlyLysGlyAspGlyLysGlyLysArgSerGluGluPheCy 

766 CGCCCGAAGCTCGGGTTGGTGTTTGCTCAACTGCTTTACTCATTT 
sAlaArgSerSerGlyTrpCysLeuLeuAsnCysPheThrHisPh 

811 TAACCCTTTCACCTATCCTGGGAGAAACCCAGGCTTGTCACCTTT 
eAsnProPheThrTyrProGlyArgAsnProGlyLeuSerProPh 

856 TCATGTTGGGTTGTTTGTTTATTGGCCTCTTAAGTGAGAATTGAT 
eHi s ValGlyLeuPheValTyrTrpProLeuLy s 

901 CCGTGAAGGGAAACAGACAGGAGGAGGTCAGATTGCGAATACCTG 
946 GGGCTTCCTAGGGTCCAGTGCGGCAGTTACCGCACCTGCCTTCAC 
991 CGGTGAACCTTTAGCCAGCTGAACAACCACCAAAGCGCCCTGCAG 

Fig. 5 
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1036 AGACAAGTCATCCAGCCCTCTGGCATGTCCCTGGTAGCCCGGGCA 
1081 CCAGCCGCTGCGGCTTGTGAGGGGCACCATGCTCCACCCCACGGG 
1126 GACCTTCACAGTTGGAAAAAAGAAGAGGAAAAACTAATTCCTTCG 
117 1 GTAACAGTTTATTTTCATTTTTGGGAAAGGCAAAACCACTACCTG 
1216 GAACTCGGTGCCTCCGTGGTTAACTTTCCTATTTTGCTTGTGATT 
1261 TAAAGGCTGTTCTGGGTCAGGGGGGAAAAGGTGTCTCCTTCGGTA 
1306 GGGAATATATAACGTGGTGATAACCTGTCACTAGGCAGAAGCATC 
1351 CACTCTGCAGGGAC AGTGGCCCCTCAGGAAAGCCCGCCGCTCCTG 
1396 GCCAAGGCCTCTCTGCAGACTCCACGGGGGCTCACCCTCTGCCGT 
1441 CAGGCGACTCTGAAATTCCGACATTTCTCCCTTAAAGTCTCAACA 
1486 GACACAAGAGAAGTTTCCATCAAGCAAGCACTGACATATTTATAT 
1531 TAAAAAATAGTGCAAAATCTCAACATTTATATAAATAACTCTAAA 
1576 CCCCTGCTTTGTAATTTTTTTCTTTACAAGGTAATACACACTTTC 
1621 TGACTTGGCACTCAAAAATTGCCATTTTTTTCCTCTTCTAGTTCA 
1666 GAAAACAACTTTTTTTTTTAATAGGCCTCTTCTAATACAAAAATA 
1711 CTCCTGCCCTCGCACATACAGTTTCTCTTATCTTATATATATTTA 
1756 TATATATAATATTGCAGATCTTTAAACAAAGGTTTTGTGCAAATA 
1801 TGTCTTTAAAGTTAAGTGAAATTATCATAAACAAAAGAAAATAAG 
1846 CATTCACGCACGCAGCTCAACTAGAAACAAGAAAGACTACTGTAG 
1891 AAATTTTTTTTCTTTTGCCTTCAAGAC 



Fig. 5 (continued) 
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TRANSLATED PROTEIN - NUCLEOTIDE 410 TO 892 

1 ACGCGTCACATAAAGGAAAGATACGTTTTAATCATCTTTACAAGT 
46 GCGTCCTTGTACCTTTCGGGATAACCTGTACTGATTTCTCTGCAG 
91 GACCTTTTCAAAGAATCCTCTTCAAGAGAGAAACAAATTTTAGGC 
136 TGACGACTTCACGGAGAGGCAGGTTCTGCTGTTGCCAATGAACGA 
181 GAACTTTCTACTAGGCTGGCGGCATGCAGAGCCCACGTCTGTCAG 
226 CTGCCACCTTCGTAAAGCACACGTTTCACATGCATGAGCTCGAGT 
271 GGCTAGAACTTCAAAACTGTGCTC AGGTTTTTGTTTTGGAAGTTA 
316 TAAAAAAGTTGCTCACAAACAATAGTTATTGCCTTTTATATCTTT 
3 61 TATGTTAGTCTACTAGTCAGCATTCTGCCCAAAATGGAAAGCCAC 

406 TCCCATGGGAAGGGAGGGGGTAGCAGCTGGGAGTCTGCTCTTCCA 
MetGlyArgGluGlyValAlaAlaGlySerLeuLeuPheGl 

451 GCTGGGGGCCCTCCCACCCCCATGGGGAGGAAAGACGTCAAGCTC 
nLeuGlyAlaLeuProProProTrpGlyGlyLysThrSerSerSe 

496 CAGCCACTGGCCCCGGTGGGTCCCAAAGCCCCACCCCTCATGCTC 
rSerHisTrpProArgTrpValProLysProHisProSerCysSe 

541 TCCTCTGGTCACCTCTATTTACGCTCACATGCCCCTTCCTGTCCT 
rProLeuValThrSerlleTyrAlaHisMetProLeuProValLe 

586 TCACCTGCACGTCACCAGCAGGTCCCGCCAACCCC AAATCTATCT 
uHisLeuHisvalThrSerArgSerArgGlnProGlnlleTyrLe 

631 GGTGAAAACCTGGAGAACAAGAGCGGAGTCTAAGAGAGATGTAAA 
uValLysThrTrpArgThrArgAlaGluSerLysArgAspValAs 

676 TGAAAACACAGATCAACAGACACACCAGAAGGGAAGCGTTGTTTC 
nGluAsnThrAspGlnGlnThrHisGlnLysGlySerValValSe 

721 CGCGGGGAAAGGAGATGGAAAGGGGAAGAGAAGTGAAGAATTCTG 
rAlaGlyLysGlyAspGlyLysGlyLysArgSerGluGluPheCy 

766 CGCCCGAAGCTCGGGTTGGTGTTTGCTCAACTGCTTTACTCATTT 
sAlaArgSerSerGlyTrpCysLeuLetiAsnCysPheThrHisPh 

811 TAACCCTTTC ACCTATCCTGGGAGAAACCC AGGCTTGTCACCTTT 
eAsnProPheThrTyrProGlyArgAsnProGlyLeuSerProPh 

856 TCATGTTGGGTTGTTTATTGGCCTCTTAAGTGAGAATTGATCCGT 
eHi sValGlyLeuPhel leGlyLeuLeuSerGluAsn 

901 GAAGGGAAACAGACAGGAGGAGGTCAGATTGCGAATACCTGGGGC 
946 TTCCTAGGGTCCAGTGCGGCAGTTACCGCACCTGCCTTCACCGGT 
991 GAACCTTTAGCCAGCTGAACAACCACCAAAGCGCCCTGCAGAGAC 
1036 AAGTCATCGAGCCCTCTGGCATGTCCCTGGTAGCCCGGGCACCAG 
1081 CCGCTGCGGCTTGTGAGGGGCACCATGCTCCACCCCACGGGGACC 
1126 TTCACAGTTGGAAAAAAGAAGAGGAAAAACTAATTCCTTCGGTAA 
1171 CAGTTTATTTTCATTTTTGGGAAAGGCAAAACCACTACCTGGAAC 
1216 TCGGTGCCTGNGANNTCTTANNTNCTNNCTNAGNCNNATNNGNNA 
1261 NNNNTNNNNNANNCTTNNA p|Q Q 



11/42 



TRANSLATED PROTEIN - NUCLEOTIDE 199 T0 1146 

1 TAGAATTCAGCGGCCGCTTAATTCTAGAACGAATGCCAGTGCCTG 
46 GAGGCATGCAGGCCCAGCTACGTGCCTGTGTGCGGCTCTGATGGG 
91 AGGTTTTATGAAAACCACTGTAAGCTCCACCGTGCTGCTTGCCTC 
136 CTGGGAAAGAGGATCACCGTCATCCACAGCAAGGACTGTTTCCTC 

181 AAAGGTGACACGTGCACCATGGCCGGCTACGCCCGCTTGAAGAAT 



226 GTCCTTCTGGCACTCCAGACCCGTCTGCAGCCACTCCAAGAAGGA 
ValLeuLeuAlaLeuGlnThrArgLeuGlnProLeuGlnGluGly 

271 GACAGCAGACAAGACCCTGCCTCCCAGAAGCGCCTCCTGGTGGAA 
AspSerArgGlnAspProAlaSerGlnLysArgLeuLeuValGlu 

316 TCTCTGTTCAGGGACTTAGATGCAGATGGCAATGGCCACCTCAGC 
SerLeuPheArgAspLeuAspAlaAspGlyAsnGlyHisLeuSer 

361 AGCTCCGAACTGGCTCAGCATGTGCTGAAGAAGCAGGACCTGGAT 
SerSerGluLeuAlaGlnHisValLeuLysLysGlnAspLeuAsp 

406 GAAGACTTACTTGGTTGCTCACCAGGTGACCTCCTCCGATTTGAC 
GluAspLeuLeuGlyCysSerProGlyAspLeuLeuArgPheAsp 

451 GATTACAACAGTGACAGCTCCCTGACCCTCCGCGAGTTCTACATG 
AspTyrAsnSerAspSerSerLeuThrLeuArgGluPheTyrMet 

496 GCCTTCCAAGTGGTTCAGCTCAGCCTCGCCCCCGAGGACAGGGTC 
AlaPheGlnValValGlnLeuSerLeuAlaProGluAspArgVal 

541 AGTGTGACCACAGTGACCGTGGGGCTGAGCACAGTGCTGACCTGC 
SerValThrThrValThrValGlyLeuSerThrValLeuThrCys 

586 GC CGTC C ATGGAGAC CTGAGGCCACCAATCATCTGGAAGCGC AAC 
AlaValHi sGlyAspLeuArgProPr ol 1 el leTrpLy sArgAsn 

631 GGGCTCACCCTGAACTTCCTGGACTTGGAAGACATCAATGACTTT 
GlyLeuThrLeuAsnPheLeuAspLeuGluAspIleAsnAspShe 

676 GGAGAGGATGATTCCCTGTACATCACCAAGGTGACCACCATCCAC 
GlyGluAspAspSerLeuTyrlleThrLysValThrThrlleHis 

721 ATGGGCAATTACACCTGCCATGCTTCCGGCCACGAGCAGCTGTTC 
MetGlyAsnTyrThrCysHisAlaSerGlyHisGluGlnLeuPhe 

766 CAGACCCACGTCCTGCAGGTGAATGTGCCGCCAGTCATCCGTGTC 
GlnThrHisValLeuGlnValAsnValProProVallleArgVal 



MetAlaGlyTyrAlaArgLeuLysAsn 
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811 TATCCAGAGAGCCAGGCACAGGAGCCTGGAGTGGCAGCCAGCCTA 
TyrProGluSerGlnAlaGlnGluProGlyValAlaAlaSerLeu 

856 AGATGCCATGCTGAGGGCATTCCCATGCCCAGAATCACTTGGCTG 
ArgCysHisAlaGluGlylleProMetProArglleThrTrpLeu 

901 AAAAACGGCGTGGATGTCTCAACTCAGATGTCCAAACAGCTCTCC 
LysAsnGlyValAspValSerThrGlnMetSerLysGlnLeuSer 

946 CTTTTAGCCAATGGGAGCGAACTCCACATCAGCAGTGTTCGGTAT 
LeuLeuAlaAsnGlySerGluLeuHisIleSerSerValArgTyr 

991 GAAGACACAGGGGCATACACCTGCATTGCCAAAAATGAAGTGGGT 
GluAspThrGlyAlaTyrThrCys 1 1 eAlaLy sAsnGluValGly 

1036 GTGGATGAAGATATCTCCTCGCTCTTCATTGAAGACTCAGCTAGA 
ValAspGluAspIleSerSerLeuPhelleGluAspSerAlaArg 

1081 AAGACCCTTGCAAACATCCTGTGGCGAGAGGAAGGTACCAAGCTT 
LysThrLeuAlaAsnlleLeuTrpArgGluGluGlyThrLysLeu 

1126 CATTGTTTTGCGTCATGCCTGTGATCACGTGTGTTTGGTTCTATG 
HisCysPheAlaSerCysLeu 

1171 ATGGGCCGTCTTTCCATGATCTGCCACCAGCTTTCCCACACAAAG 
1216 CAGCCCTATGGGAGCAGGAAGTCAATGTCAAATTCAAGTGGCATA 
1261 TGCATTGAATCAAATTTAAAATGTACTCCTGTCTTTAATGAGAAA 
1306 TTTTTAAATGCAAAGCTTTCATTAAAAGTGGCTTGTAACCTCTGC 
1351 TGAAGCAGAACAGTTGGTAAGGGTTCCTGGTCAGATCTGGGCCTT 
1396 AAACTTTTTTCCAGTAGCTGACTGGTGTTGGGTTTAGTGTTTTGC 
1441 CTATCTTGTGTGGTTTTAAAAAGACAAAACAAGTTGTAGATCTCT 
1486 ACTAGATAGTCACTGTACCTTAAATATGCTTTGATTGAGGAAAAC 
1531 CCGAGGAAAAAGCTGCCATGATTTCTGCCAATGTATATTTTTAAA 
1576 TGTATAGATGTTTAGAAACATATTTATCAAGCAAATCTTTAGTAA 
1621 GTTGAGCCATATGAAGTTGCCATTTTTGTGCATCAAAGTGGTCTA 
1666 AGATTGACAATTTCATATGGCTGA 
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1 GGAGAGGGCTGCATTGCTGTTGCTCA^ 
81 TTGGCCCTCCAGCTGAACACCTGTTCTCTC 
161 CTGA6GTTGTGCAAAGAGG6ATG6AGGA6AAAACMTGGAGAATC 
241 CAATTCCOTCAGGGAA6GTGCTAG6TCTC 
321 ATGTGMGTCAGCTCGTTCATGACC^ 
401 CATCAMATGAAACCAGGAGGCTTTTGGCTGCATCT^ 

MetLysProGlyGlyPheTrpLeuHisLeuThrLeuLeuGlyAlaSerLeuProAlaAlaLeuGlyTrpietA 
481 ACCCAGGAACCAGC£GAGGCCCGGATGT^ 

spProGlyTteSerArgGlyProAspValGlyVa^ 
561 AGAGMGGGCTTTCCAGCCACMC^ 

ArgGluGlyLeuSerSerHisAsnGluteuLeuAlaSerCy^ 
641 CAGCAGGMGACAGGGGAGCCCGMTGCCAGTGCCT 

uSerArgLysThrGlyGluProGluCysGlnCys^ 
721 GGAGGTTTTATGAAAACCACTGTAAGOT 

lyArgPheTyrGluAsnHisCysLysLeuHisArgMaAlaCysLeuLeuGlyLysArg 
801 GACTGTTTCCTCAAAGGTGAQCGTGQCCATGGCCGGC 

AspCysPheLeuLysGlyAspThrCysThrMetAlaGlyTyrAlaArgLeuLysAsnValLe 
881 TCTGCAGCaCTCCAAGAAGGAGACAGCAGACAAGACCCTGCCTC 

gLeuGlnProLeuGlnGluGlyAspSerArgGlnAspProAlaSerGlnLysArgLeuLeuValGluSerLeuPheArgA 
961 ACTTAGATGQGATGGCAATGGCQCCTQGCAGCTC 

spLeuAspAlaAspGlyAsnGlyHisLeuSerSerSerGluLeuAlaGlnHisValLeuLysLysGlnAspLeuAspGlu 
1041 GACTTACTTGGTTGCTQCCAGGTGAC^ 

AspLeuLeuGlyCysSerProGlyAspLeuLeuArgPh^ 
1121 CTACATGGCCTTCCMGTGGTTCAGCTCAGCCTC 

eTyrMetAlaPheGlnValValGlnteuSer^^ 
1201 GCACAGTGCTGACCTGCGCCGTCQTGGAGACCTGAGGCCACC^ 

erThrValLeuThrCysAlaValHisGly^ 
1281 CTGGACTTGGAAGAQTC^TGACTTTGGAGA 

LeuAspLeuGluAspIleAsnAspPheGlyGluAspAspSerLeuTyrlleThrLysValT^ 
1361 TTACACCTGCCATGCTTCCGGCCACGAGCA^ 

nTyrThrCysHisAlaSerGlyH^ 
1441 TCTATCCAGAGAGCCAGGCACAGGAGCCTGG^ 

alTyrProGluSerGlnAlaGlnGkProGlyVal^^ 
1521 ATttCTTGGCTGAAAAACGGCGTGGATGTCTCAACTCAGATGTC 

IleThrTrpLeuLysAsnGlyValAspValSer^ 
1601 CQCATQGCAGTGTTCGGTATGMGACACAGGGGQTACACCT^^ 

uHisIleSerSerValArgTyrGluAspTh^ 
1681 TCTCCTCGCTCTTCATTGAA^ 

leSerSerLeuPhelleGluAspSerAlaArgLysThrLeuAlaAsnlleLeuTrpArgGluGluGlyLeuSerValGly 
17 6 1 MCATGTTCTATGTCTTCTCCGACGACGGTATCATCGTCATCCATCC 

AsnMetPheTyrValPheSerAspAspGlyllelleValH^ 
1841 CACGGAAAAGATTTTCATGAGCTATGAAGAAATCTGTO 

oTlu^luLysIlePheMetSerTyrGluGluIleCysProGlnArgGluL^^ 
1921 CTGCAGTCAATGTCCGGAACCGGTAa^ 

erAlaValAsnValArgAsnArgTyrlleTyrValAlaGlnProAlaLeuSerArgValLeuValValA 
2001 CAGAAAGTCCTACAGTCCATAGGTGTGGACCC^ 

GlnLysValLeuGlnSerlleGlyValAspProte^ 
2081 CCTGAGCTGGGGGGACGTGCACMGTCCCGACC 

lLeuSerTrpGlyAspValHisLysSerArgProSerLeuGlnVallleThrGluAlaSerTh^ 
2161 TCATCCGCACACCCTTTGCAG^ 

euIleArgTfoProPheAlaGlyVaUspAspPhePhell^ 
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2241 TTCATCTTCAACAAGTCmTCCTGCM^ 

PhellePheAsnLysSerAspProAlaValHisLysValAspLeuGluThrMetMetProLeuLysThrlleGlyLeuHi 
2321 CCACCATGGCTGCGTGCCCCAGGCQTGGCACACACC^ 

sHisHisGl^sValProGlnAlaMetAlaHisThrHisteuGlyGly^ 
2401 CCGCCTCTGCTGCCCGACAGCTGCTCGnGACAGTGTCAaGACTCTGTGCTTGGCCCCM 

roAlaSerAlaAlaArgGlnteuteuValAspSerVal!^ 
2481 CCAaCAaTCCCCCGACGGGCGCT^ 

ProHisThrSerProAspGlyArgPhelleValSerAlaAlaAlaAspSerProTrpLeuHisValGlnGklleThrVa 
2561 GCGGGGCGAGATCCAGACCCTGTATGACCTGCAAATAMCTCGGGCATCTCAGACTTGGCCTTCCAGC 

lArgGlyGluIleGlnTlirLeuilyrAspLeuGim 
2641 AAAGCMTCMTACAACATCTACGCGGCTCTGCACACGGAGCCGGACCTGCTGTO 

luSerAsnGlnTyrAsnlleTyrAlaAlaLeuHisThrGluProAspLeuLeuPheLeuGluLeuSerThrGlyLysVal 
2721 GGCATGCTGMGAACTTAAAGGAGCCACCCGCAGG 

GlyMetl^uLysAsnLeuLysGluProProAlaGlyProAlaGlnProTrpGlyGlyThrHisArglleMetArgAspSe 
2801 TGGGCTGTTTGGACAGTACCTCCTCACACCAGCCCGAGAGTC^^ 

rGlyLeuPheGlyGlnTyrLeuLeuThrProA^ 
2881 GTGAGGTCTCAGGTATAMGGGGGGGACCACAGTGGTGTGGGTGGGTGAGGTATGMGGGCC 

ysGluValSerGlylleLysGlyGlyThrThrValValTrpValGlyGluVal 
2961 CMGGMCACCCCCTAGTCCTGACACTGCAGCCTCMG(^ 
3041 ACTCGCTTTGTGGTTCAACACTGGTCTCCTTGCMG 

3121 TCGTTAGGAAGTATGATTTATGCCTTGAGCTACGATGAGAACATATGCT^ 
3201 TGCACACCGAGTGACCTGGGGACATQTGGMCCMGGGATTC 
3281 ATAGTCATTGTCCCTTACTGCCXGACCC^GC^ 
3361 AGGGGCCTCCCTCCCGMCTGAAAGICCCATCCGTC^ 

3441 TCTTTCCATTTGACTTGCTGTAAGCCTGAGGGAGAGCCAACMGACTTACTGCATCTTGGGGGA 

3521 TTTATTTTGGAMTTTTTGATTAAAAAAAAATTTTATAATCTCAAATGCTAGTMGCAGA 

3601 ACTATATCCTTCCCTGCCTTAGG(X!GAGTCTCGGGGGTGG 

3681 TCTGAGMTACTGGCCCTGTCGACTATTGCC&CCCT^ 

3761 GTTCTGTGTTGGGACCCOiAAAMCQCMCMGTTCTGTGTGCCTCCT^ 

3841 AGGTCTGGTACCCCAGATTCAGGGQGACTGGGCTTGCCTGG^ 

3921 C^GGACACGAGTGGGGCCAGGTGAGTTCCTGAAGCTATACCTTTTCAAAAC^ 

4001 CCACTCCTCTCTGGTACCCCATCO^^ 

4081 CCCAATCMTACACA&aCTGCAGAACC^^ 

4161 GGCTGTGGTGACTCTCAaTGGGaTCGAAGAAGTACAACCCACATAGCCCTC 

4241 CAAAAACAGGCTCGCCTTCCCTCTCCCA(^TATGA 

4321 AQQjGGTTGGGAGAGGTGGTCTCACCACAGACGTCTTTGCTMTTTGGC^ 

4401 TCCTTTGCCATTMGGMTGMCTCTTTCMGGAGAGG 

4481 TOCTCCTGCCTGACTGCCMGCGiCCTGCATCCCCCGCCCCAGATCTQTGAGATC 

4561 CTTGGTC(aCCAAACGCCTGTTC^ 

4641 ATGCTATGTAGATATAAGTTGAGGMGCTCACCTCAAAAGCCTAGAATGCAff 
4721 CCCATCTCACCCCTTTTTTTTTTC 
4801 AATTCTCCMCTTTCATAMCTTTm 

4881 AMGGAGGAAAAGTCCCACCMCTACCAGACCAGAACACGAGCCCCTCTGG^ 

4961 TTGACCCAAACTGGCCTTTTAAAATMTCAGGAGTGAQGAGTCAACTTCT^ 

5041 TCCATCTTGGAATGTGTCTAAAAAAGCATAGC^ 

5121 GTCTCACTGACAGCATGCCAGACACMCTGAATCGMGCAGGTC 

5201 GGAGGCAAAGTCACCAATGCAGGGAGGTAAATGCCTTTTGG^ 

5281 GTGGGAGGAGMGGAGGMGAGGAGGAAGGCCAGACTGGCCTGCCCTTTC 

5361 GGAttQGTTGGAAAGCCACTGGGAGGAAATGCCTCACTACAGGGGGG(X 

5441 TAATGAACCCAC^GGTCAATTCACAACTGATATCTTAGCTATT^ 

5521 AAGCTATTTATATAMCCCCCTCAGTCATTTTGAMTAAAATTMTTTTACAA 
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FRAME: 3 - NUCLEOTIDE 420 TO 2864 
1 

CAATTTCACACAGGAAAQGCTATGCCATGAT^ 

81 

TGCTGGAATTCGGCTTACTCACTATAGGGCTCG^ 

161 

ACAGCTTTCTCCTTCACTGACCACCCTT^ 

241 

TTTCTGAGATATC(£CT(^TTGTC^ 

321 

TATCCGGGTGGCTTCCTCAGGCCTGCAGCTGGTGGAGO^GCTACTGAMCMTCAGGAGCCCAGAAGCTTTGAAGTCACA 

401 

AGMGAGMGACTCCCAGMTGCAGTGTGATGTTGGTGATGGACGCCTGTTTCGCCTTTCACTTAMCGTGCCCTO 

MetGlnCysAspValGlyAspGlyArgLeuPheArgLeuSerLeuLysArgAlaLeuSerS 

481 

GCTGCCCTGACCTCTTTGGGCTTTCCAGCCGCAACGAGCTGCTGGCCTCCTG^ 
5ei e ^sProAspLeuPheGlyl*uSerSerArgAsnGluLeuLeuMaSer(^sGlyLysLysPheCysSerArgGlySer 

CGGTGCGTGCTCAGCAGGAAGACAGGGGAGCCCGAATGCC^^ 

ArgCysValLeuSerArgLysThrGlyGluProGlu(^sGln(^sLeuGluAlaCysArgProSerTyrValProValCy 

641 

CGGCTCTGATGGGACKTmATGAAAACCAC^^ 

sGlySerAspGlyArgPheTyrGluAsnHisCysLysI^uHisArgAlaAlaCysLeuLeiaGlyLysArglle'HirVall 

721 

TCCACAGCAAGGACTGTTTCCTO^GGTGACACGTGCACCATGGCCGGCTACGCCC^ 
leHisSerLysAspCysPheLeuLysGlyAspThr^sThrMetAlaGlyTyrAlaArgLeuLysAsnValLeuleuAla 

801 

CTCCAGACCCGTCTGCAGCCACTCCAAGMGGAGACAG^ 

LeuGlnThrArgLeuGlnProLeuGlnGluGlyAspSerArgGlnAspProAlaSerGlnLysArgLeuLeuValGluSe 

881 

TCTGTTttGGGACTTAGATGCAGATGGf^TGGCCACCTCAGCAGCTC 
gg ^I^uPheArgAspLeuAspAlaAspGlyAsnGlyHisI^uSerSerSerGluLeuAlaGlnHisValI^ 

ACCTGGATGMGACmCTTGGTTGCTCACCAGGTGACCTCCTCCGATO 

spLeuAspGluAspLeuLeuGlyCysSerProGlyAspLeuLeuArgPheAspAspTyrAsnSerAspSerSerLeuThr 

1041 

CTCCGCGAGTTCTACATGGCOTCCM^^ 
^^^gGluPheTyrMetAlaPheGlnValValGliOi^ 

CGTGGGGCTGAGCACAGTGCTGACCTGCGCCGTCCATGG^ 

rValGlyLeuSerThrValLeuThrCysAlaValHisGlyAspLeuArgProProIlelleTrpLysArgAsnGlyLeuT 

1201 

OXmACTTCCTGGACTTGGAAGACAT^ 
hrteuAsnPheLeuAspteuGluAsplleAsnAspPheGl^^ 

1281 

CACATGGGCMTTACACCTGCCATGCTTCCGGCCA^ 
HisMetGlyAsnTyrThrtysHisAlaSerGlyHisG^ 
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1361 

AGTCATCCGTGTCTATCCAGAGAGCCAGGCACAGGAGCCTGGAGTGGC^ 
oVallleArgValTyrProGluSerGlnAlaGl^^ 

1441 

CCATGCCCAGMTCACTTGGCTGAAAAACGGC^ 
rcMetPratoglltfnu^ 

1521 

GGGAGCGAACTCC&CATQGCAGTGTTC 
GlySerGluLeuHisIleSerSerValArgTyi^ 

1601 

GGATGAAGATATCTCCTCGCTCTTCAT 

lAspGluAspIleSerSerLeuPhelleGluAspSerAlaArgLysThrLeuAlaAsnlleLeuTrpArgGluGluGlyL 

1681 

TCAGCGTGGGAAACATGTTCTATGTCTTCTCCGACGACGGTATCATCGTCATC 

euSerValGlyAsiiMetPheTyrValPheSerAspAspGlyllelleVallleHisProValAspC^sGluIleGlnArg 

1761 

CACCTCAMCCCACGGAAAAGATTTTCATGAGCTATGAAGAMTC 
HisLeuLysProT^ 

CCAGTGGGTATCTGCAGTCAATGTCCGGMCCGGTACATC 

sGlnTrpValSerAlaValAsnValArgAsnArgTyrlleTyrValAlaGlnProAlaLeuSerArgValLeuValValA 

1921 

ACATCCMGCCCAGAAAGTCCTACAGTCCATAGGTGTGGACCCTCTGCCGGCTM 

spIleGlriAlaGlnLysvalLeuGlnSerlleGlyValAspProLeuProAlaLysLeuSerTyrAspLysSerHisAsp 

CAAGTGTGGGTCCTGAGCTGGGGGGACGTGCACMGTC^ 
GlnValTrpValLeuSerTrpGlyAspVaM^ 

2081 

GAGCCAGCACCTCATCCGCACACCCTTTO 
nSerGlnHisLeuIleArgThrProP^ 

2161 

TCAGGTTTGGCTTCATCTTCMCAAG 
leArgPheGlyPhellePheAsnLysSerAspProAlaVal^^ 

ATCGGCCTGCACCACCATGGCTGCGTGCCCCAGGCCATGG^ 

IleGlyLeuHisHisHisGlyCysValProGlnAlaMetAlaHisThrHisLeuGlyGlyTyrPhePhelleGln 

2321 

ACAGGACAGCCCCGCCTCTGCTGCCCGA^^ 

gGlBAspSerProAlaSerAlaAlaArgGlnLeuLeuValAspSerValThrAspSerValLeuGlyProAsnGlyAspV 

TAACAGGCACCCCAC&CACATCOT 
allhrGly!^ 

GAGATCACAGTGCGGGGCGAGATCCAGACCCTGTA^ 
^^GluIleThrValArgGlyGluIleGl^ 

CTCCTTCACTGAAAGCAATCAATAO^aTCTACGCGGCTC 

gSerPheThrGluSerAsnGlnTyrAsnlleTyrAlaAlaLeuHisThrGluProAspLeuLeuPheLeuGluLeuS 
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2641 

CGGGGMGGTGGGCATGCTGAAGAACTTAAAGGAGCCACCCGCAG^ 

hrGlyLysValGlyMet^uLysAsnLeuLysGluProProAlaGlyProAlaGlnProTrpGlyGlyThrHisArglle 

2721 

ATGAGGGACAGTGGGCTGTTTGGACAGTACCTCCTCACACC^^ 

MetArgAspSerGlyLeuPheGlyGlnTyrLeuLeuThrProAlaArgGluSerLeuPheLeialleAsnGlyArgGlnAs 

2801 

CACGCTGCGGTGTGAGGTGTCAGGTATAAAGGGGGGGACCACAGTGGTGTGGGTGGGTGAGGTATGM 
nThrLeuArgCysGluValSerGlylleLysGlyGlyThrThrValValTrpValGlyGluVal 

2881 

GAGCCCTGGGC(^GGAACACCCCCTAGTCCTGA^ 

2961 

CAAAMCCTGTACTCGCTTTGT<MTTCAACACTGGTCTC^ 

3041 

TTGGGGTTTTTTCGmGGAAGTATGATTTATGCOTTGAGCTACGATGA 

3121 

CTGTGCCMGCTGCACACCGAGTGACCTGGGGAWTCATGGAACCM 

3201 

GTTGCCTTCACATAGTCATTGTCCCTTACTGCCAGACCCAGCCAGACTTTGCCCTGACGGAGTGGCCCGGAAGCAGAGGC 

3281 

CGACCAGGAGCAGGGGCCTCCCTCCCGAACTGAAA 

3361 

CTTCTTGCTTTTCTTTCCATTTGACTO^ 

3441 

AAATCACTCACTOTATTTTGGAAATTTTTGAT^ 
3521 

TCCGAGGTCCMCTATATCCTTCCCTGCCTTAGGCCGAGTCTCGGGGGTGGTCACAA 

3601 

AACAATGGTCATCTGAGMTACTGGCCCTGTC^ 

3681 

GTMGGACTCGGTTCTGTGTTGGGACCCCAAAAMCCAGMCAAGTTCTGTGTGCCTC 
3761 

TCTCATTAGTCAGGTCTGGTACCCQGATTOiGGGQGACTGGGCTTGCCTGGCAA 

3841 

TGCAGAAACCCCMGGACACGAGTGGGGCCAGGTGAGTTCCTGMGCTATACCT 

3921 

CTGTGGCCCATCCACTCCTCTCTGGTACCCCATCCCCGCATCAGCACTGCAGAGAGMCACATTTCGGCGA 

4001 

TACCCACATTCCCCMTCAATACACACACACTGCAGAACCCAGMCAGMGGCCACAGGCTGGCACTACTGCATTC 

4081 

TATGTGTCTCAGGCTGTGGTGACTCTCACATGGGCATCGAAGAAGTACM 

4161 

QGAGACTQGCAAAAAQGGCTCGCCTTCCCTCTCCCACATATGAGTGGM 

4241 

TTTTGCAAGCCACACGGGTTGGGAGAGGTGGTCTCACCACAGACGTCTTTGCT^ 

4321 

GACQGGATTTTCCTTTGCCATTMGGMTGAACTCTTTCMGGAGAGGAAA 

4401 

CACAGCTCCTTTCACTCCTGCCmCTGCCMGCCACCT 
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4481 

GTCTCAC(mCTT<^<aCCAzA^ 

4561 

TTTTAm<&TAT«:TATGTAGm^ 

4641 

TGCATGGATGACCCATCTCACCCCTTTTTTTTTCCTGCCTCAATATCTTG^ 

4721 

TTTACCACTAAAATTCTCCAACTTTCATAAACTTTTTTTTGGAAAA^ 

4801 

TCTCTGAGCCTAAAG6AGGAAAAGTCCCACCMCTACCAGACCAGAACACGAGCCCCTCTGGGQ6Q 

4881 

CAMGACCAGTTTGACCCAAACTGGCCTTTTAAAATAATQGGAGT^ 

4961 

CCACTGTCCCTTCCATCTTGGAATGTGTCTAAA 

5041 

GGCAGGCTTAGGTCTCACTGACAGQTGCCAGAQC 

5121 

GTCCAGCCCCAGGAGGCAMGTCACCAATGCAGGGAGGTAAATGTC 

5201 

GGGAGTCAGGGGTGGGAGGAGMGGAGGAAGAGGAGGMGGCCAGACTOX^^ 

5281 

AGAGGTTCATGGGACACAGTTGGAAAGCCACTGGGAGGAAAT^ 

5361 

GGTMTCCTCCTMTGMCCCACMGGTCMTTCACMCTGATATCTTAGCTATTAAAGAAGTACTGACTTTACCARAAG 

5441 

MTCATCMGAMGCTATTTATATAMCCCCCTO^GTCATTTTGAAATAAAATTAATTTTAC 
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TRANSLATED PROTEIN - NUCLEOTIDE 124 TO 1089 

1 CTTTGCTTCAGCCGCAGTCGCCACTGGCTGCCTGAGGTGCTCTTA 
46 CAGCCTGTTCCAAGTGTGGCTTAATCCGTCTCCACCACCAGATCT 

9 1 TTCTCCGTGGATTCCTCTGCTAAGACCGCTGCCATGCCAGTGACG 

MetProValThr 

136 GTAACCCGCACCACCATCACAACCACCACGACGTCATCTTCGGGC 
ValThrArgThrThrlleThrThrThrThrThrSerSerSerGly 

181 CTGGGGTCCCCCATGATCGTGGGGTCCCCTCGGGCCCTGACACAG 
LeuGlySerProMetlleValGlySerProArgAlaLeuThrGln 

226 CCCCTGGGTCTCCTTCGCCTGCTGCAGCTGGTGTCTACCTGCGTG 
ProLeuGlyLeuLeuArgLeuLeuGlnLeuValSerThrCysVal 

271 GCCTTCTCGCTGGTGGCTAGCGTGGGCGCCTGGACGGGGTCCATG 
AlaPheSerLeuValAlaSerValGlyAlaTrpThrGlySerMet 

316 GGCAACTGGTCCATGTTCACCTGGTGCTTCTGCTTCTCCGTGACC 
GlyAsnTrpSerMetPheThrTrpCysPheCysPheSerValThr 

361 CTGATCATCCTCATCGTGGAGCTGTGCGGGCTCCAGGCCCGCTTC 
LeuIlelleLeuIleValGluLeuCysGlyLeuGlnAlaArgPhe 

406 CCCCTGTCTTGGCGCAACTTCCCCATCACCTTCGCCTGCTATGCG 
ProLeuSerTrpArgAsnPheProIleThrPheAlaCysTyrAla 

451 GCCCTCTTCTGCCTCTCGGCCTCCATCATCTACCCCACCACCTAT 
AlaLeuPheCysLeuSerAlaSerllelleTyrProThrThrTyr 

496 GTCCAGTTCCTGTCCCACGGCCGTTCGCGGGACCACGCCATCGCC 
ValGlnPheLeuSerHlsGlyArgSerArgAspHisAlalleAla 

541 GCCACCTTCTTCTCCTGCATCGCGTGTGTGGCTTACGCCACCGAA 
AlaThrPhePheSerCysIleAlaCysValAlaTyrAlaThrGlu 

586 GTGGCCTGGACCCGGGCCCGGCCCGGCGAGATCACTGGCTATATG 
ValAlaTrpThrArgAlaArgProGlyGluIleThrGlyTyrMet 

631 GCCACCGTACCCGGGCTGCTGAAGGTGCTGGAGACCTTCGTTGCC 
AlaThrValProGlyLeuLeuLysValLeuGluThrPheValAla 

676 TGCATCATCTTCGCGTTCATCAGCGACCCCAACCTGTACCAGCAC 
CysIlellePheAlaPhelleSerAspProAsnLeuTyrGlnHis 
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721 CAGCCGGCCCTGGAGTGGTGCGTGGCGGTGTACGCCATCTGCTTC 
GlnProAlaLeuGluTrpCysValAlaValTyrAlalleCysPhe 

766 ATCCTAGCGGCCATCGCCATCCTGCTGAACCTGGGGGAGTGCACC 
IleLeuAlaAlalleAlalleLeuLeuAsnLeuGlyGluCysThr 

811 AACGTGCTACCCATCCCCTTCCCCAGCTTCCTGTCGGGGCTGGCC 
AsnValLeuProIleProPheProSerPheLeuSerGlyLeuAla 

856 TTGCTGTCTGTCCTCCTCTATGCCACCGCCCTTGTTCTCTGGCCC 
LeuLeuSerValLeuLeuTyrAlaThrAlaLeuValLeuTrpPro 

901 CTCTACCAGTTCGATGAGAAGTATGGCGGCCAGCCTCGGCGCTCG 
LeuTyrGlnPheAspGluLysTyrGlyGlyGlnProArgArgSer 

946 AGAGATGTAAGCTGCAGCCGCAGCCATGCCTACTACGTGTGTGCC 
ArgAspValSerCysSerArgSerHisAlaTyrTyrValCysAla 

991 TGGGACCGCCGACTGGCTGTGGCCATCCTGACGGCCATCAACCTA 
TrpAspArgArgLeuAlaValAlalleLeuThrAlalleAsnLeu 

1036 CTGGCGTATGTGGCTGACCTGGTGCACTCTGCCCACCTGGTTTTT 
LeuAlaTyrValAlaAspLeuValHisSerAlaHisLeuValPhe 

1081 GTCAAGGTCTAAGACTCTCCCAAGAGGCTCCCGTTCCCTCTCCAA 
ValLysVal 

1126 CCTCTTTGTTCTTCTTGCCCGAGTTTTCTTTATGGAGTACTTCTT 
1171 TCCTCCGCCTTTCCTCTGTTTTCCTCTTCCTGTCTCCC 
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TRANSLATED PROTEIN - NUCLEOTIDE 587 TO 1012 

1 GGAAGAAGAAGGAGGA6GAGGAGAA6GAGAAGAAGAAGGAGAAGA 
46 ACGCAAGACTTCGTCTCAAAAAAAAAGAAGAAAAAATTTAAATAC 
91 ATTTAAAAAAGAAGGTTGCATGCTGTGGAGCAACCAGACAATTGT 
136 GATGAAATGTGAAGCAC AAGGCACCAGCTGTGACGTGTTTTTGCC 
181 AAGAAGTCAAACCACGTTCCAACTAAACCTCTAGAGCAAACTTTC 
226 ATTTTCAGCAAATTCGAAGAAAAGAGGAATAATGTAAATGACCCC 
271 ACAGGGAAACAGACAAACCCTGAATGTGGAGCATTTCACAGGACA 
316 AAACCTGGACAGACATCGGAACACTTACAGGATGTGTGTAGTGTG 
361 GCATGACAGAGAACTTTGGTTTCCTTTAATGTGACTGTAGACCTG 
406 GCAGTGTTACTATAAGAATCACTGGCAATCAGAC ACCCGGGTGTG 
451 CTGAGCTGGCACTCAGTGGGGGCGGCTACTGCTCATGTGATTGTG 
496 GAGTAGAC AGTTGGAAGAAGTACCC AGTCCATTTGGAGAGTTAAA 
541 ACTGTGCCTAACAGAGGTGTCCTCTGACTTTTCTTCTGCAAGCTC 

586 C ATGTTTTCACATCTTCCCTTTGACTGTGTCCTGCTGCTGCTGCT 
MetPheSerHisLeuProPheAspCysValLeuLeuLeuLeuLe 

631 GCTACTACTTACAAGGTCCTCAGAAGTGGAATACAGAGCGGAGGT 
uLeuLeuLeuThrArgSerSerGluValGluTyrArgAlaGluVa 

676 CGGTCAGAATGCCTATCTGCCCTGCTTCTACACCCCAGCCGCCCC 
lGlyGlnAsnAlaTyrLeuProCysPheTyrThrProAlaAlaPr 

721 AGGGAACCTCGTGCCCGTCTGCTGGGGCAAAGGAGCCTGTCCTGT 
oGlyAsnLeuValProValCysTrpGlyLysGlyAlaCysProVa 

766 GTTTGAATGTGGCAACGTGGTGCTCAGGACTGATGAAAGGGATGT 
lPheGluCysGlyAsnValValLeuArgThrAspGlnArgAspVa 

811 GAATTATTGGACATCCAGATACTGGCTAAATGGGGATTTCCGCAA 
lAsnTyrTrpThrSerArgTyrTrpLeuAsnGlyAspPheArgLy 

856 AGGAGATGTGTCCCTGACCATAGAGAATGTGACTCTAGCAGACAG 
sGlyAspValSerLeuThrlleGl^snValThrLeuAlaAspSe 

901 TGGGATCTACTGCTGCCGGATCCAAATCCCAGGCATAATGAATGA 
r Gly 1 1 eTy rCy sCy s Ar gl 1 eGlnl 1 ePr oGlyl leMe t AsnAs 

946 TGAAAAATTTAACCTGAAGTTGGTCATCAAACCAGGTGAGTGGAC 
pGluLy sPheAsnLeuLy sLeuVal I 1 eLy s ProGlyGluTrpTh 

991 ATTTGCATGCCATCTTTATGAATAAGATTTATCTGTGGATCATAT 
r PheAlaCy sHi sLeuTyrGlu 

1036 TAAAGGTACTGATTGTTCTCATCTCTGACTTCCCTAATTATAGCC 
1081 CTGGAGGAGGGCCACTAAGACCTAAAGTTTAACAGGCCCCATTGG 
112 6 TGATGCTCAGTGATATTTAACACCTTCTCTCTGTTTTAAAACTCA 
1171 TGGGTGTGCCTGGGCGTGGTGGCTCACACCTCT 



Fig. 11 
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TRANSLATED PROTEIN - NUCLEOTIDE 494 TO 769 

1 TCTAGAACATTCTCCAGCCCTTTTTTTCTTTTGCTCTTTTATGAC 
46 ATTGACATGAAGAGTCCGGGCCAGTTGTTCTGGATTTGTCTGATT 
91 GCTTCTCCCTGGTTGGAGTCAGGTGGAACAGCTCTGGCAGGAACG 
13 6 CCCCCCCGGGCAATGCAGAGTCCTCCTCCAGGAGGCACTTAGTGT 
181 CCATGCGTCACCTTGCTGGTGATGCTTCACTGGATCACTTGGTTC 
226 CGGGGTTGTCCGCACGTCTCCCTGTAGTGCAGGTGCTCCTTCCTC 
271 TTTCCAATTAGCCTGTGGGATGGGACTTGGAAGCTGTGTCTGTTC 
316 TGCTCCACTGGCAACCTTTTCTTCAATGACTTAAGCTGGTGTTTT 
361 GCCATTTTCCATACTCTATCATGGGGAGTGTTCAGTATCGGCATC 
406 TAGAGATCTCCCCTGGCCCCATCACAGCTAGAGCTATGCTGTCCC 

451 CTTTCAGGGACATCTTGTAATTTATCCACCCAGCCCCCAACTGAT 

Me 

496 GGACATAAAGGCTGTCTCCCCATCATCTCCTGCTACTACAGACAG 
t Aspl leLysAlaVal SerProSerSerProAlaThrThr AspSe 

541 CACTGCAGGGACTGTCCTGCTGTGTTTTTTTAAGGCATGGGTACT 
rThrAlaGlyThrVall^euLeuCysPhePheLysAlaTrpValLe 

586 CCAGAAGCAGTTGCTCAGCTGCACCCCCAAGGTTGAGTGGAAGTC 
uGlnLysGlnLeuLeuSerCysThrProLysValGluTrpLysSe 

631 CCTCGGTAAAGGAGGAGGAGAGAGTGTGAAGGGAATGGCAAGGCG 
rLeuGlyLysGlyGlyGlyGluSerValLysGlyMetAlaArgAr 

676 GGGAGGGAGACAGGGCACAGGTGTCCTGGCAACAGCAGATGGGAA 
gGlyGlyArgGlnGlyThrGlyValLeuAlaThrAlaAspGlyLy 

721 ACAGGTCTGGCTAAGGTACCAGAAGCCAACAAGTCCCAGAAAGGT 
sGlnValTrpLeuArgTyrGlnLysProThrSerProArgLysVa 

766 CAAGTGACTTTCCCAAGGTCACACAGCAAGTTGATGGCAGAGCTG 
lLys 

811 GGTACAGGACTCAGA 



Fig. 12 
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TRANSLATED PROTEIN - NUCLEOTIDE 83 TO 889 

1 CTAGAATTCAGCGGCCGCTGAATTCTAGTGCAGAGTGAGCAAGGG 

46 CCGCCTCATCCAGCTTCTCTCTGAGAGCCAGGGCCACATGGCTCA 

MetAlaHi 

91 CCTGGTGAACTCCGTCAGCGACATCCTGGATGCCCTGCAGAGGGA 
sLeuValAsnSerValSerAspHeLeuAspAlaLeuGlnArgAs 

136 CCGGGGGCTGGGCCGGCCCCGCAACAAGGCCGACCTTCAGAGAGC 
pArgGlyLeuGlyArgProArgAsnLysAlaAspLeuGlnArgAl 

181 GCCTGCCCGGGGAACCCGGCCCCGGGGCTGTGCCACTGGCTCCCG 
aProAlaArgGlyThrArgProArgGlyCysAlaThrGlySerAr 

226 GCCCCGAGACTGTCTGGACGTCCTCCTAAGCGGACAGCAGGACGA 
gProArgAspCysLeuAspValLeuLeuSerGlyGlnGlnAspAs 

271 TGGCGTCTACTCTGTCTTTCCCACCCACTACCCGGCCGGCTTCCA 
pGlyValTyrSerValPheProThrHisTyrProAlaGlyPheGl 

316 GGTGTACTGTGACATGCGCACGGACGGCGGCGGCTGGACGGTGTT 
nValTyrCysAspMetArgThrAspGlyGlyGlyTrpThrValPh 

361 TCAGCGCCGGGAGGACGGCTCCGTGAACTTCTTCCGGGGCTGGGA 
eGlnArgArgGluAspGlySerValAsnPhePheArgGlyTrpAs 

406 TGCGTACCGAGACGGCTTTGGCAGGCTCACCGGGGAGCACTGGCT 
pAlaTyrArgAspGlyPheGlyArgLeuThrGlyGluHisTrpLe 

451 AGGGCTCAAGAGGATCCACGCCCTGACCACACAGGCTGCCTACGA 
uGlyLeuLysArglleHisAlaLeuThrThrGlnAlaAlaTyrGl 

496 GCTGCACGTGGACCTGGAGGACTTTGAGAATGGCACGGCCTATGC 
uLeuHisValAspLeuGluAspPheGluAsnGlyThrAlaTyrAl 

541 CCGCTACGGGAGCTTCGGCGTGGGCTTGTTCTCCGTGGACCCTGA 
aArgTyrGlySerPheGlyValGlyLeuPheSerValAspProGl 

586 GGAAGACGGGTACCCGCTCACCGTGGCTGACTATTCCGGCACTGC 
uGlTiAspGlyTyrProLeuThrValAlaAspTyrSerGlyThrAl 

631 AGGCGACTCCCTCCTGAAGCACAGCGGCATGAGGTTCACCACCAA 
aGlyAspSerLeuLeuLysHisSerGlyMetArgPheThrThrLy 

676 GGACCGTGACAGCGACCATTCAGAGAACAACTGTGCCGCCTTCTA 
sAspArgAspSerAspHisSerGluAsnAsnCysAlaAlaPheTy 

Fig. 13 
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721 CCGCGGTGCCTGGTGGTACCGCAACTGCCACACGTCCAACCTCAA 
rArgGlyAlaTrpTrpTyrArgAsnCysHisThrSerAsnLeuAs 

766 TGGGCAGTACCTGCGCGGTGCGCACGCCTCCTATGCCGAC6GCGT 
nGlyGlnTyrLeuArgGlyAlaHisAlaSerTyrAlaAspGlyVa 

811 GGAGTGGTCCTCCTGGACCGGCTGGCAGTACTCACTCAAGTTCTC 
lGluTrpSerSerTrpThrGlyTrpGlnTyrSerLeuLysPheSe 

856 TGAGATGAAGATCCGGCCGGTCCGGGAGGACCGCTAGACCGGTGC 
rGluMetLysIleArgProValArgGluAspArg 

901 ACCTTGTCCTTGGCCCTGCTGGTCCCTGTCGCCCCATCCCCGACC 

946 CCACCTCACTCTTTCGTGAATGTTCTCCACCCACCTGTGCCTGGC 

991 GGACCCACTCTCCAGTAGGGAGGGGCCGGGCCATCCCTGACACGA 

1036 AGCTCCCTGGGCCGGTGAAGTCACACATCGCCTTCTCGCCGTCCC 

1081 CACCCCCTCCATTTGGCAG 

Fig. 13 (continued) 
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TRANSLATED PROTEIN - FRAME: 2 - NUCLEOTIDE 38 TO 844 
1 

CCGCCTCATCCAGCTTCTCTCTGAGAGCCAGGGCCACATGGCTCA 

MetAlaHi 

46 

CCTGGTGAACTCCGTCAGCGACATCCTGGATGCCCTGCAGAGGGA 
sLeuValAsnSerValSerAspIleLeuAspAlaLeuGlnArgAs 

91 

CCGGGGGCTGGGCCGGCCCCGCAACAAGGCCGACCTTCAGAGAGC 
pAr gGlyLeuGlyArgProAr gAsnLy s Al aAspLeuG InArgAl 

136 

GCCTGCCCGGGGAACCCGGCCCCGGGGCTGTGCCACTGGCTCCCG 
aProAlaArgGlyThrArgProArgGlyCysAlaThrGlySerAr 

181 

GCCCCGAGACTGTCTGGACGTCCTCCTAAGCGGACAGCAGGACGA 
gProArgAspCysLeuAspValLeuLeuSerGlyGlnGlnAspAs 

226 

TGGCGTCTACTCTGTCTTTCCCACCCACTACCCGGCCGGCTTCCA 
pGlyValTyrSerValPheProThrHisTyrProAlaGlyPheGl 

271 

GGTGTACTGTGACATGCGCACGGACGGCGGCGGCTGGACGGTGTT 
nValTyrCysAspMetArgThrAspGlyGlyGlyTrpThrValPh 

316 

TCAGCGCCGGGAGGACGGCTCCGTGAACTTCTTCCGGGGCTGGGA 
eGlnArgArgGluAspGlySerValAsnPhePheArgGlyTrpAs 

361 

TGCGTACCGAGACGGCTTTGGCAGGCTCACCGGGGAGCACTGGCT 
pAlaTyrArgAspGlyPheGlyArgLeuThrGlyGluHisTrpLe 

406 

AGGGCTCAAGAGGATCCACGCCCTGACCACACAGGCTGCCTACGA 
uGlyLeuLysArglleHisAlaLeuThrThrGlnAlaAlaTyrGl 

451 

GCTGCACGTGGACCTGGAGGACTTTGAGAATGGCACGGCCTATGC 
uLeuHisValAspLeuGluAspPheGluAsnGlyThrAlaTyrAl 

496 

CCGCTACGGGAGCTTCGGCGTGGGCTTGTTCGCCGTGGACCCTGA 
aArgTyrGlySerPheGlyValGlyLeuPheAlaValAspProGl 

541 

GGAAGACGGGCACCCGCTCACCGTGGCTGACTATTCCGGCACTGC 
TiGluAspGlyHisProLeuThrValAlaAspTyrSerGlyThrAl 

586 

AGGCGACTCCCTCCTGAAGCACAGCGGCATGAGGTTCACCACCAA 
aGlyAspSerLeuLeuLysHisSerGlyMetArgPheThrThrLy 

631 

GGACCGTGACAGCGACCATTCAGAGAACAACTGTGCCGCCTTCTA 
sAspArgAspSerAspHisSerGluAsnAsnCysAlaAlaPheTy 



Fig. 14 
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676 

CCGCGGTGCCTGGTGGTACCGCAACTGCCACACGTCCAACCTCAA 
r ArgGlyAl aTrpTrpTyr ArgAsnCy sHi sThr SerAsnLeuAs 

721 

TGGGCAGTACCTGCGCGGTGCGCACGCCTCCTATGCCGACGGCGT 
nGlyGlnTyrLeuArgGlyAlaHisAlaSerTyrAlaAspGlyVa 

766 

GGAGTGGTCCTCCTGGACCGGCTGGCAGTACTCACTCAAGTTCTC 
lGluTrpSerSerTrpThrGlyTrpGlnTyrSerLeuLysPheSe 

811 

TGAGATGAAGATCCGGCCGGTCCGGGAGGACCGCTAGACCGGTGC 
rGluMetLysIleArgProValArgGluAspArg 

856 

ACCTTGTCCTTGGCCCTGCTGGTCCCTGTCGCCCCATCCCCGACC 

901 

CCACCTCACTCTTTCGTGAATGTTCTCCACCCACCTGTGCCTGGC 

946 

GGACCCACTCTCCAGTAGGGAGGGGCCGGGCCATCCCTGACACGA 

991 

AGCTCCCTGGGCCGGTGAAGTCACACATCGCCTTCTCGCCGTCCC 

1036 

CACCCCCTCCATTTGGCAG 



Fig. 14 (continued) 
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FRAME: 1 - NUCLEOTIDE 1 TO 498 
1 

ATGAATTTTCTGAAATTAATTGCTGTGTTTATAGTTTTTAGCCAT 
MetAsnPheLeuLysLeuIleAlaValPhelleValPheSerHis 

46 

GCATCGGAATCACCTCAGGACTCCACTCCCAATCAATTATATATC 
^AlaSerGluSerProGlnAspSerThrProAsnGlnLeuTyr II e 

TGGGGGAGGACCAAGGCGTTGGTATTTTTCAGAAGCTCCACTGGT 
TrpGlyArgThrLysAlaLeuValPhePheArgSerSerThrGly 

13 6 

GATTCTGACAGCACAGCTAGGATTAAGAAACTGATCAATGGGAAC 
^AspSerAspSerThrAlaArglleLysLysLeuIleAsnGlyAsn 

AGCATGCCTGTTGCAGAGGAGCTTCCCTGGGAAATGTCACACACA 
SerMetProValAlaGluGluLeuProTrpGluMetSerHisThr 

226 

GAACATCAATCTTCCTTCCCCACTCCTGAGATCCCTCATTCTTTG 
GluHisGlnSerSerPheProThrProGluIleProHisSerLeu 

271 

GCACCAGGAACAGTTGCAATTAGTAAACCCTGGTTCCCTGCTGTC 
AlaProGlyThrValAlalleSerLysProTrpPheProAlaVal 

316 

TCACAAATCGCAAGAGTCCAACGTGTGGATATAAACTTTTGTTCA 
SerGlnlleAlaArgValGlnArgValAspIleAsnPheCysSer 

361 

TGGGAGGATCTTTCTCCCAGTGGAAAAGCAACTGGGAAAAGCAGG 

4 o 6 T ^ 1 ^ spLeuSerProSe ^ lyLysAlaThr61 y L y sSerAr ff 

ACACACTGCACAGTGACTGCAGTTTCATCCAATGCCACCACCCAT 
ThrHisCysThrValThrAlaValSerSerAsnAlaThrThrHis 

451 

GCAGGCATAAATAATGAACATGGATGGGGGAGTCTGGAGCTGCTG 
AlaGlylleAsnAsnGluHisGlyTrpGlySerLeuGluLeuLeu 

496 

AAT 
Asn 



Fig. 18 
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CAGAGAGCGCCTGCCC6GGGAACCCGGCCCCGGGGCTGTGCWCTGGCTCCCGGCCCC6AGACTGTCTGGACGTCCT 
CCTAAGCG!GA(^GCAGGACGATGGCGTCTACTCTGTCTTTC^ 
ACATGCGCACGGACGGCGGCGGCTGGACGGTGTTTCAGCGCCGGGA 
GACGCGTACCGAGACGGCTTTGGCAGGCTCACCGGGGAG^^ 

ACAGGCTGCCTACGAGCTGCACGTGGACCTGGAGGACTTTGAGMTGGCACGGCCTATGCCCGCTACGGGAGCTTCG 
GCGTGGGCTTGTTCGCCGTGGACCCTGAGGAAGACGGGTACCCGCTCACCGTGGCTGACTATTCCGGCACTGCAGGC 
GACTCCCTCCTGAAGCACAGCGGCATGAGGTTCACCACCAAGGACCGTGACAGCGACCATTCAGAGAACAACTGTGC 
CGCCTTCTACCGCGGTGCCTGGTGGTACCGCAACTGCCACACGTCCAACCTCAATGGGCAGTACCTGCGCGGTGCGC 
ACGCCTCCTATGCCGACGGCGTGGAGTGGTCCTCCTGGACCGGCTGGCAGTACTCACTCMGTTCTCTGAGATGAAG 
ATCCGGCCGGTCCGG GAGGACCGC 



Fig. 19 
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